( SBQ ID N0:. 8 ). Frgure U (SE&D » ^ 22 (SEQ ID NO=59). Figure 24 (SEQ D) NO:64>, 
5 1, (SEQ n> NO:39>, F.gure » Kgure 30 (SEQ ro NO: 73>. Figure 32 (SEQ ID 

Figure 26 (SEQ ID NO:69>, <S ^ 6 ^ roN oXBgur=38(S EQro NO: I 04),F ig u Ie 40(SEQ 
NO:84,,P ig u re 34<SE Q mNO ; 9 1 )We36(SEQIDNO^ » ?) _ pigure46 (SEQ ID NO:127), Figure 
ro NO ;1 09,,F ig »re42(SEQ ro No\u),F^e44(SEQroNa^ ^^O.^), Figure 5 4(SEQI D N0. 1 48). 

10 ^«^ IDNO:153) ' F '^l^"™ ^77,^68 (SEQ ID NO: .85), Figure 70 

NO:236), Figure 86 (SEQ ID NO:245), F,|ure 88 (SEQ ID NO ^ ^ ^ ^ ^ 

<B Figure 1 00(SEQroNO:285),F 1 gurel02(toroNa290)_ * ro NO:3 20), 

I Fi.reU4(SEQn>Na3^ J--J ;s - roNO;423) 
n>NO:341), Figure 122 (SEQ lurvu.o//; «p 

K H^5(SEQmNO:U),F^8^^ 

ft! Figure 14 (SEQ ID NO:33), Figure 16 (SEQ 
2P NO:58), Figure 23 (SEQ ID NO:63), Figure 25 (S 

ID NO:72), Figure 31 (SEQ ID NO:83), Figur, " 

(SEQ ID NO:103), Figure 39 (SEQ ID NO:10" 

Figure 45 (SEQ ID NO:126)7Tigure 47 (SEQ 

NO:141). Figure 53 (SEQ ID NO: 147), Figure 
30 (SEQ ID NO:163), Figure 61 (SEQ ID NO:16< 

Figure 67 (SEQ ID NO:184), Figure 69 (SEQ 

NO:200), Figure 75 (SEQ ID NO:206), Figure 
(SEQ ID NO:226), Figure 83 (SEQ ID NO-.235). Fi| 



£l),Eigi 

;qid 



IguT^ 18 (SEQ ID NO:48), Figure 21 (SEQ ID 
•68)>igure 27 (SEQ ID NO:70), Figure 29 (SEQ 
>:*». Figure 35 (SEQ ID NO:95), Figure 37 
ID NO:113). Figure 43 (SEQ ID NO.118), 
_ 49 ( SEQ ID NO:136), Figure 51 (SEQ ID 
*52>. Figure 57 (SEQ ID NO:158), Figure 59 
*JqSBQ ID NO:174), Figure 65 (SEQ ID NO:176), 

m Fig» re 71 ( SEQ m NO:194) ' Figure 73 (SEQ ID 

ID NO:212), Figure 79 (SEQ ID NO:220), Figure 81 
85 (SEQ ID NO:244), Figure 87 (SEQ ID NO:249), 

v _ - . e 93 (SEQ ro NO :258), Figure 95 (SEQ ID 

Figure 89 (SEQ ID NO:254), Rgure 91 (SEQ m NO** ^ ^ ^ 

NO.260), Figure 97 (SEQ ID NO:262), F.gure 99 (SEQ.ID NO 28 ) gu ^ 

, nt , c r:n m NO-293"), figure 107 (SbQ 1U inu.jw/, 1 & 
,03 (SEQ ID NO:291>, F,gure 105 (SEQ ID Figure n5(SEQmNO:331), Figure 

NO : 314).H^enl(SEQIDN0:319),F lg ureU3(S^NO.32^ J ,23 (SEQ ID 

„7 (SEQ ID NO:338), Figure 119 (SEQ ID NO:340), F,gure 121 (SEQ ID N0.376) 

252 



(SB 



NO:422), or the complement thereof. 



10 



, Then&cacidofCla^ 

WD ^*.W^ I *- B, «^ ) .^ FlguIe3 3 (SEQ ID NO:90), 

. t~ iio rwn m NO-72), Figure 31 (SEQ ili.xnu.oj;, j. 15 
27 (SE Q ID NO:70), F lg u^29 (SEQ ^ X ^ ^ ^ ^ ^ 41 (SEQ ro 

(SEQ ID NO:136), F lg ure 51 (SEQ ID NO.141), gur m 

(SEQ ID NO: 19 4), F,g»re 73 (SEdlD SW X ^ ^ ^ ^ g , (S£Q ro 

^79(SEQm N O:220,,F,^l( S EQIDNa2^ g* ^ ffi NO:256) , Figlire 93 

Flsorel O.(SE Q IDNO : 289),F,g»rel03(SEQIDNa2m £ (SE Q ID NO:324), 

ID N O : 309>,F igm e,09 (SEC >»»t$^£™™»™^^™e« 

Figure 115 (SEQ ID NO:331), Figure llV (SEQ ID NO.iio), r g 
1 no-wwn TDN0-422), or the complement thereot. 

j ID NO:376) and Figure 123 (SEQ ID NW.«zz,, 



2& 



4. Isolated nucleic acid 
underaccessionnumberATCC209258,A' 
209378, ATCC 209384, ATCC 209396, A' 
209262, ATCC 209253, ATCC 209402, 
209367, ATCC 209432, ATCC 209263, AT 
209370, ATCC 209523, ATCC 209372 



30 



209403, ATCC 209398, ATCC 209399; 
209421, ATCC209393, ATCC 209418, 
209481, ATCC209438, ATCC 209927 
209434, ATCC 209395, ATCC 209486,' ATO 



! comprises the fall-length coding sequence of the DNA deposited 
X209256,ATCC209264,ATCC209250,ATCC209375,ATCC 
^C209420,ATCC209480,ATCC209265,ATCC209257,ATCC 
ATCC209397,ATCC209400,ATCC209385,ATCC 
) A TCC209255,ATCC209252,ATCC209373,ATCC 
' AT CC209373,ATCC209382,ATCC209383,ATCC 
^r9nQ387. ATCC209388,ATCC209394,ATCC 

A/ CC209483, ATCC209482, ATCC209491, ATCC 
u,^CC209489,ATCC209433,ATCC209488,ATCC 

^9490 ATCC 209484, ATCC 209371 or ATCC 203553. 



■109251, 



ATCC 209374/ i 



5 . A vector comprising the nucle\c acid of Claim 1. 

of Claim 5 operaiy linked to control sequences recognized by a host cell 



35 6. The vector 

transformed with the vector. 



A host cell comprising the vector\of Claim 5. 

253 



8. The hosl 



cell of Claim 7 wherein said cell is a CHO cell. 



9. The host c 



11 of Claim 7 wherein said cell is an E. coli. 



10. 



The host c\ of Claim 7 wherein said cell is a yeast cell. 



10 



t3 



to 



Producing a PRO polypeptides comprising culturing the host cell of Claim 1 

cell culture. 

Xnce PRO polypeptide having at least 80 % sequence identity to an amino 
12. Isolated native sequkice PRO polypepu b 

P^re4(SEQIDNO:4),^ 

Figure 13 (SEQ ID NO:28), Rgure Figure 26 (SEQ ID NO:69), Figure28(SEQ 

NO^Figu^SEQIDNO-^ 

ID NO.71), Figure 30 (SEQ ID NO:73), pWe 32 (SEQ ^ ^.114). 
(SEQIDNO:96),Fi^ 

Figure 44 (SEQ ID NO:ll9), Figure ^ ^^^^ id N0^48), Figure 56 (SEQ ID NO:153), Figure 58 

NO:137),Figure52(SEQIDNO:14^^ 

( S E QID N 0:15 9)) Figur e 60(S E QIDNo4 

Figure 66 (SEQ ID NO:177),F lg ure^ 
NO:l95),Figure74(SEQ ro NO:201^ 
(SEQ I DN 0,21 ) ,Figure82(SEQIDN^ 

Figure 88 (SEQ ID NO:250), F.gure 90 (SEQ m to** S ^ ^ 

NO:259), Figure 96 (SEQ ID NO:261), F lg ure 98 VsEQ ID ~ g» ^ ^ ^ ^ ^ ^ 

. 102 (SEQ ID NO:290), Figure 104 (SEQ ID «oJ^ Figure H4(SEQIDNO:325), Figure 
NO-310),FigurellO(SEQIDNO:315) > Ft g urell205EQ'lDNO^2O), gur 



116 (SEQ ID NO:332), Figure 118 (SEQ ID NO 
NO:377) and Figure 124 (SEQTD NO :423) 



Q (SEQ ID NO:341), Figure 122 (SEQ ID 



30 



35 



13 

encoded by the 
ATCC 209250, 
ATCC 209265 : 
ATCC 209400, 
ATCC 209252, 
ATCC 209382, 
ATCC 209388, 
ATCC 209482, 



Isolated PRO polypeptide ha 
nucleotide deposited under accession m 
ATCC 209375, ATCC 209378, ATCC 2< 
ATCC 209257, ATCC 209262, ATCC 21 



quence identity to the 
^TCC 209258, ATCC 209256, 
t, ATCC 209396, ATCC 209420 
\, ATCC 209402, ATCC 209401 



4 ATCC 2 0 M21 ,ATCC2093,3iTCC2094 1 S,ATCC 2 094S , 



acid sequence 
ATCC 209264, 
, ATCC 209480, 
, ATCC 209397, 
ATCC 209255, 
ATCC 209373, 
ATCC 209387, 
, ATCC 209483, 
ATCC 209489, 



ATCC 209371 or ATCC 203553. 

14 . 4— — - 

amino acid sequence, 
epitope tag sequence. 
10 region of an immunoglobulin 



18. 



The antid - "*» » — * "** " ' ' Mn0Cl ° nal ^ 



15 



10 



I M% nucleic acid sequence identity to: 

, 9 Isolated nucllic acid havmg at least 80% nuclerc q QnJ N0:2) , Figu ,e4 

(SE Q ID KM). «•*» 6 (»* "> **»>• ^VnO* Figure 19 (SEQ ID NO:49), 



25 



NO:71), Figure 30 (SEQ ID t 
IDNO:96),Figure38(SEQID^ 
44 (SEQ ID NO: 1 19), Figure 46 ( 
Figure 52 (SEQ ID NO: 142), Fig 
NO: 159), Figure 60 (SEQ ID N 
(SEQ ID NO: 177), Figure 68 ( 
Figure 74 (SEQ ID NO:201), Fig 



24 (SEQ ID JNu:o*;, nguiv — s 

±* ypc\L NO-91), Figure 36 (SEQ 

Fimire 32 (SEQ ID NO:84), Figure 34 (SEQ ID JNU.y ij, 

NO:127),Figu I e48(S E QmNO:132,,F, g u I e50(SEQI D Na ^ 
^>0 :1 48). Figure 56 (SEQ ID NO:153>, Ftgure 58 (SEQ© 
WQ ID NO:170), Figure 64 (SEQ ID NO:175>, F*» « 
B) Fi g u I e70(SEQIDNO:190),Ei 6 u t e72 <S EQ.DNOa9 5 . 
^U,Fi g u r e78(SEQ I DNOa 1 3),Fi^ 8 0(SEQn 3 
^Q-ID^O:236)Ji^M(SEQmNO:245).E. e a,e88 



30 



35 



NO:221), Figure 82 (SEQ ID N jW^f™X J £ „ (S£Q ro NO: 257), Figure 94 (SEQ ID NO-.259), 
^^^"^fcX^ S rel00,SEQIDNO., 8 5,,Figure 1 02(S E Q 
Figure 96 (SEQ ID NM61). FigurWtQ ID NO 263 X f ^ ^ ^ NO:J10)> 

IDNO:2„el04(SEQn^^^ 

ID NO:332), Figure 118 (SEQ ID INU» ), s 

(SEQ ID NO:2), Figure 4 (SEQ ID NOW), Figure 6 ^gure 17 (SEQIDNO-.39), Figure 

19 (SEQ ID NO:49), Figure 22 (SEQ lD^u.o*;, 

255 



^NO:137), Figure 52 (SEQ ID N0.14Z). gur ^ 



Figure 50 (SEQ I 



10 



1-5 



2d 



l7 ), Figure 52 (SEQ iu™.i^ & ~~-- . ^9 csEO ID NO* 170), Figure 64 

Figure 72 (SEQ ID N©:195), Figure 74 ^ ^ ^^sEQ ID NO-227), Figure 84 (SEQ ID NO:236), Figure 86 
NO:2 1 3),Figure80(s\QIDNO:22 1 ),F 1 gure82(SEQIDNa ^ g» ^ (SEQ ro N 0:257>. 

Figure 94 (SEQ ID N0:2R>), Figure 96 i(^(SEQ to NO*292), Figure 106 (SEQ to NO:294), Figure 

NO:325), Figure 116 (SEQ to NO.33 * *r ^ ^ _ 

(c) "udeoUdeWnceeueo^ngane— KggK 9 (SEQ ID N 0:18), Figure 11 

(SEQ to NO:2>, Figure 4 (SeI ID NO:4), Figure 6 0EQID ^ ^ ^ NO;39) _ ^ 

( SEQH>NO:23), Figure .3 (sfoto NO:28), Bgure .5 <««££^ 26 (SEQ ro N0:69>, 

19(SE Q,D N 0 : 49>,Figure2W^ 

Figure 28 (SEQ to NO:71), F.W * (SEQ "> *«» • * ^ (S£Q NO;109) , Figure 42 

NO :91>, Figure 36 (SEQ to NoW Figure 38 (SEQ to NO- ^ g ^ ^ 

Figure50(SEQIDNO-.137),F.guY52(SEQtoNai4^, g 2 (SEQ ro NO;170 ), Figure 64 

NO: 153), Figure 58 (SEQ to NO: 1>9). Figure 60 (SEQ to NO.IM), g» _ _ ^ ^ m 
(SEQ ID N0.175), Figure 66 



S(SEQ^ 



Figure 72 (SEQ to NO:195), Figure 
U NO:213), Figure 80 (SEQ ID NO:221 
(SEQ to NO:245), Figure 88 (SEQ/i 

Fig ure 94 (SEQ ID NO:259), Figur^ 

NO:285), Figure 102 (SEQ ID NO: 
108 (SEQ to NO:310), Figure 1 lb (SB 
30 NO:325),Figurell6(SEQIDNdl:332), 
122 (SEQ ID NO:377) or Figure 124 (S 



(SEQ I 



!90), 



,DNO:201),Figure76(SEQIDNO:207),F lg ur e 78(SEQm 
^SEQ ro NO:227),FigureS4CSEQmNO:236),Figure86 

^250),^igure 90 (SEQ ID NO:255), Figure 92 (SEQ ^ N °^^ 
161) K&x* 98 < SEQ ^ NO:263) ' ^ 

urL Figure 112 (SEQ ID NO:320), Figure 114 (SEQ ID 
T 18 (SEQIDNO:339) ) Figurel20(SEQIDNO:341),Figure 

NO:423), lacking its associated signal peptide. 



35 



, wW at least 80% amino acid sequence identity to: 

„ tt-epclypepUde showninF.gV SEQ ^ ^ ^ ^ „ 

toNO:.2) > Figure9(SEQtoNO:18),F.gurJ>l(SEQtoN^ ^ igure22 (SEQID NO: 5 9), Figure 
(SE Q mN 0:34 ) ,Fi.re.7(.Qto^ 
24 (SEQ ID NO:64), Figure 26 (SEQ ID NU.oy, S 

256 



10 



15 



20 



rT 34 ,SEO ID NO-91), Figure 36 (SEQ ID NO:96), Figure 38 (SEQ ID 
Figure 32 (SEQ\lD NO:84), Figure 34 (SEQ ID N09 ), 8" figure 44 (SEQ ID NO: 119), Figure 46 

(SEQroN O f Xigure 4 S r ^F^ 

Figure 54 (SEQ n>W>: 1*8), Figure 56 jj^^ &WCEQ ID NCH75), Figure 66 (SEQ ID NO: 177), Figure 68 
N O:164,,F,gure62feQ ro NO:170,,F.g,re64(SEQroNa ), ^ 4 (SEQ ro NO :201), 

(S W 0:255,Figu^ 

Figure 98 (SEQ ID NO:26 3 We l™^™ 110 (SEQ ID NO:315). 

ro NO :292), Figure 106 (SeU ^^^Z^^, — 1,(SEQ 

ID NO:339), Figure 120 (SEQ tt> NO.341), rigur 

lacking its associated signal peptW; NO:2)? Figure 4 (SE Q 

(b) ..—a. \^° m ; ( :^torCe"<SBQ I ONO:23,.F i gure,3(SE Q 

H, NO:28), Figure .5 (SEQ ID nU Figure 17 (SEQ ID £0. ^ ^ 8(SEQIDNO:71) , figure 
(SEQmNO:59),Figure24(SEQ.W64),F,gure26(SEQmm >' 8 QffiNO:96) , 

30<S E QlDNO:73),Fig,re^^^^^ 



Figure 60 (SEQ ID NO: 164), Figure 62) 



(SEQIDNO:201),Figure76(SEQIDN^).F^ 78 ( SEQIDNa2 w _ OQ/CBnm 



ig figure 82 (SEQ ID NO:227), Figure 84 

NO:250), Figure 90 (SEQ ID NO:255), Fig 
(SEQ ID NO:261), Figure 98 (SEQ ID ^ 



LlDKL236),Fi^ e 86(SEQIDNO:24 5 ),Figure88(SEQID 

ff eZs4 ID NO-.257) . Figure 94 (SEQ ID NO:259), Figure 96 
^ Fi guIl00(SEQIDNO:285),Figurel02(SEQIDNO:290), 

' 3 I^^Figure 10^(SEQ ID NO:310), Figure 110 (SEQ 
AXiH (/eQ ID NO-.325), Figure 116 (SEQ ID NO:332). 
X> Np4), Figure 122 (SEQ ID NO:377) or Figure 124 



Figure 104 (SEQ ID NO:292), FigWl' 
ID NO:315), Figure 112 (SEQ ID NO:3 
30 Figure 118 (SEQ ID NO: 339), Figure 1 
(SEQ ID NO:423), with its associated si] 

35 IDNO:28), Figure 15 (SEQ ID NO:34), Figure 17 <*Q »™ ^ (SE QIDNO:71), Figure 

(SEQ ID NO:59), Figure 24 (SEQ ID NO:64), ^ ^ (SEQID NO W, Figure 36 (SEQ ID NO:96), 

Figure 38 (SEQ ID NO:104). Figure 40 (SEQ ID NO.llf J. 

257 



NO:177), Figure 68 (SEQ ID NO:185), Figure 70 (SEQ ^ ^ NO:213). Figure 80 (SEQ ID NO:221), 
(SE Q ID NO:2oV Figure 76 ( SEQ ID NO : 207. Fi^re * «^ ^ 88 (SEQ ro 

NO:250), Figure 90^SEQ ID NO:255), Figure ^ 2 85), Figure 102 (SEQID NO:290), 

(SEQ ID NO:423), lackinLs associated signal peptide. 

V f B aPR0245polypeptideina S amplesus P ectedofcontainingaPR0245 
21. A method oWcung a PR0245 polyp V polype ptide and determining the 

^tide^ 

is indicative of the presence of poiyp v 

| 2 , .^L,.-,--^^--^'' 

»" expressing said PR0245 polypeptide. 

G detectable label. \ 

! t j 24. The method according to Claim 
23 support. \ f j 
25. '^"f 'Xlt wiu, a P R Q24S polypeptide arKideterniinir.gure 

„f * PRdl868\polypeptide in said sample. 
30 is indicative of the presence of a PRC|ySb»po yp^ 

„■ T^L* 25 wherein said sample comprises cells suspected of 
26. The method according to\Claun a, vv 

expressing said PR01868 polypeptide. \ 

to C L 25 wher ein said PRG245 polypeptide is labeled with a 
35 27. The method according to Claun 25, wner 

detectable label. \ 

„• t. ClaimVs wherein said PR0245 polypeptide is attached to a solid 
28. The method according to Claim 23, wnere 

258 
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support. 

molecules to said cell, 
or an antibody, 
cell. 

molecules to said cell. 

„• Aaim 32 wherein said bioactive molecule is a toxin, a radiolabel 

33 . The method according to (^larra 32, wnere 

or an antibody. 

fnC1 V 3 2 whereinsaidbioactivemoleculecausesthedeathofsaid 

34. The method according to Clairh 32, wnere 



20 



□ ceU. 

thereby modulating at least one biological activity of* 



36. 



The method according to Claim 35,UWein 



. said c 



30 



I vLwir.al activity of a cell expressing a PR01868 
37 . A memod of modulating at least one or „ ^.p^s 

peptide, said method comprising 

antibody, whereby said PRG245 polypeptide or saxdanUPRO^ 
thereby modulating at least one biological activity of saxd cell A 



35 



38 . ^e method according to Claim 37, wherein sa\d cell is killed. 




259 



